ABSTRACT
Introduction
The dairy products have been a part of the human diet for millennia. They play an important role in a healthy diet, both for nutritional value and personal enjoyment. The dairy industry progress, the development of foods with different taste qualities and the increasing interest of consumers to probiotic preparations justify need to search for new strains of microorganisms with valuable properties. The differences in the flavour and aroma of the various dairy products are due to different microbial starter cultures, additional fermentation products (that may be present in very low concentrations) and the inclusion or omission of secondary microbial species late in the process. Each potential probiotic strain should be documented and assessed independently. Only well defined strains should be used according Establishing Standards for Probiotic Products of International Scientific Association for Probiotics and Prebiotics (ISAPP). The aim of our work was to identify new strains with potential probiotic properties of traditional dairy products. 
Materials and methods

Bacterial strains and growth conditions
Results and Discussion
Twenty-one Lactobacillus pure cultures, isolated from home made yoghurt, cheeses and yellow cheeses were included in this study. In the first stage of the study by ARDRA method we grouped the isolated strains according restriction patterns type. The same method was applied to the referent strains from the genus Lactobacillus. ARDRA analysis was carried out with different restriction enzymes (Alu I, Hae III and EcoR I), aiming at more reliable grouping of the strains, based on summarized data from several experiments (Fig. 1) .
A-EcoR I B-Alu I C-Hae III After comparison between the ARDRA profiles of reference strains and new isolated strains by cluster analysis three groups were created ( In the second stage of the study the isolates from each group were tested with specific primers or probes for the respective species. By the following PCR reactions and hybridization, as we didn't receive any amplification product using speciesspecific primers pair, nor positive signal in hybridization with the probe pY85. As a result, we could not successfully identify these strains to species level by the methods used. These results confirmed other authors' work on the species diversity and identification of Lactobacillus strains of dairy foods (7, 4) . The significance of these studies is related to the requirement for all microorganisms to be clearly identified before their application in food or products consumed by humans.
Another part of our work was aimed at investigation of contaminant microflora in dairy foods. The quality of the food is directly related to the health of consumers. The home made dairy foods are usually not prepared under strict hygienic conditions and the presence of polluting microflora is somewhat expected and acceptable. We decided to verify whether industrially produced yoghurts available on the market contain contaminant microflora. Yogurt is made by fermenting milk with friendly bacteria, mainly Lactobacillus bulgaricus and Streptococcus thermophilus. Food is considered contaminated when unwanted microorganisms are presented. From five commercial products "yogurt", produced by different company were isolated pure cultures microorganisms.
Following the morphological characteristics, these strains were identified as representatives of the family of the yeasts. After amplification of the D1-D2 region of 26S rRNA gene these yeast strains were identified as representatives of the species: Kluyveromyces marxianus, Kluyveromyces lactis, Rhodotorula mucilaginosa and Candida parapsilosis.
As a result of our studies, 16 strains of the genus Lactobacillus isolated from traditional home-made dairy products were identified to species level. The potentially useful properties of these lactobacilli, related to their possible use in probiotic foods and products will be tested.
